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GCGGCAGCCATATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGCGGATCCGAATTCATGCCCAACAGTG
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GCGGCAGCCATATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGCGGATCCGAATTCATGCCCAACAGTGpET-28a_WRS(1-48)-2-T7ter.seq(1>1279)
ATGGGTCGCGGATCCGAATTCATGCCCAACAGTGpET-28a_WRS(1-48)-2-T7.seq(1>1286)

atgcccaacagtgWRS(1-48).seq(1>144)
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AGCCCGCATCTCTGCTGGAGCTGTTCAACAGCATCGCCACACAAGGGGAGCTCGTAAGGTCCCTCAAAGCGG
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AGCCCGCATCTCTGCTGGAGCTGTTCAACAGCATCGCCACACAAGGGGAGCTCGTAAGGTCCCTCAAAGCGGpET-28a_WRS(1-48)-2-T7ter.seq(1>1279)
AGCCCGCATCTCTGCTGGAGCTGTTCAACAGCATCGCCACACAAGGGGAGCTCGTAAGGTCCCTCAAAGCGGpET-28a_WRS(1-48)-2-T7.seq(1>1286)
agcccgcatctctgctggagctgttcaacagcatcgccacacaaggggagctcgtaaggtccctcaaagcggWRS(1-48).seq(1>144)
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GAAATGCGTCAAAGGATGAAATTGATTCTGCAGTAAAGATGTTGGTGTCATTAAAAATGTAGCTCGAGCACC
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GAAATGCGTCAAAGGATGAAATTGATTCTGCAGTAAAGATGTTGGTGTCATTAAAAATGTAGCTCGAGCACCpET-28a_WRS(1-48)-2-T7ter.seq(1>1279)
GAAATGCGTCAAAGGATGAAATTGATTCTGCAGTAAAGATGTTGGTGTCATTAAAAATGTAGCTCGAGCACCpET-28a_WRS(1-48)-2-T7.seq(1>1286)
gaaatgcgtcaaaggatgaaattgattctgcagtaaagatgttggtgtcattaaaaatgWRS(1-48).seq(1>144)
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ACCACCACCACCACTGAGATCCGGCTGCTAACAAAGCCCGAAA
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ACCACCACCACCACTGAGATCCGGCpET-28a_WRS(1-48)-2-T7ter.seq(1>1279)
ACCACCACCACCACTGAGATCCGGCTGCTAACAAAGCCCGAAApET-28a_WRS(1-48)-2-T7.seq(1>1286)
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